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T2 2t (Heyward, 1985; Kenyon, 1997)., [El54
SOHED 1 H (Flot etal, 2006) Tdh b, v ITD
ST T — F SRS D BRI ER S oD H A5
PRI O W TR ATLIINT & A ETEHD RO
PHIRTH B, T Tl AMIRETHED TV BT~
TYAARITIEIS BT BB DA ZARINT %o

2. Yo dgefk

¥ TOYAARNIFEN IS ZTRE R 120 O BB O
DEENPBIETE LR E 5, Vv THOEINZ
EIZ—E DT, EERENTOZREINZ - 7=/l
L - MR RS (Getafl) OWFZEIZFRERIICEEE S
505 Jett ko Alkaryotype & TR A 121, 7240
OMfifaZz e L. EIRFAELZb0ZFHTE 5D
Ty WOTHHEE b, T2 TEME W) L

244



TEREYE A O o T Geta Rt

K1, =>% 273 M)A IBEIG
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Molecular cytogenetic study on scleractinian coral,
Acropora solitaryensis
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Abstract

Molecular cytogenetic study on the scleractinian
coral, Acropora solitaryensis, was performed. Analysis
using fluorescence in situ hybridization (FISH) was suc-
cessfully carried out for karyotyping and gene mapping.
Although it was still difficult to distinguish completely
each chromosome of this coral (2n=30) due to the similar
length and centromere location of their chromosomes,
we successfully mapped the rRNA gene separated from
PCR products using rRNA gene primers by FISH.
Furthermore, we visualized coral telomere and centro-
mere sequences of all chromosomes by FISH. We pro-
posed the tentative karyotype of this coral based on both
4, 6-diamidine-2- phenylindole (DAPI) C-band and FISH
results. By comparative genomic hybridization (CGH)
using sperm and unfertilized egg DNAs of this coral, we
offer the evidence that there is a possible existence of sex
chromosomes. These molecular cytogenetic approaches
will help to establish the more precise karyotype of
corals and to promote coral genetics.

Key word:
scleractinian coral, chromosome, FISH, karyotype,
Acropora solitaryensis
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